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14:00-14:45 Kenji Inaba (Tohoku Univ.)
Dynamic natures of PDI-family member proteins in catalysis of oxidative protein
folding and ER associated degradation

14:45-15:15 Hiroshi Kadokura (Tohoku Univ.)
Mechanisms of oxidative folding of newly-synthesized secretory proteins

in the ER of mammalian cells

Lecture room A

Life Science Project Research
Laboratory

Katahira Campus Tohoku Univ.

15:15-16:30 Roland Beckmann (University of Munich, Gene Center)
Structural snapshots of cotranslational targeting and translocation

16:30-17:00 Yoshitaka Matsuo (Tohoku Univ.)

Quality controls induced by translation arrest
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